Figure S1
Optimal reference genes for RT-PCR in Neurospora identified by RSD. A graphical representation of the log 10 of FPKM values from the RNA-Seq data set for the nine Neurospora genes for which the standard deviation of the log 10 FPKM values was less than 0.5% of the average of the log 10 FPKM values. The chart below reports the gene name as well as gene symbol for each of the NCUs reported above. Gene symbols are from the Neurospora e-Compendium at Leeds. the number of occurrences of that score when comparing the two ranking methods. The higher the JSC the more is the overlap in the rankings, and the wider the plot at a given JSC the more is the degree of overlap; i.e. in the case of SD, many of the genes that are considered to be constitutively expressed are also considered to be constitutively expressed in PIRS. The PIRS value for the top two genes in each quintile is labeled using vertical dashed lines and commonly used reference genes are labeled using solid lines. Note that three commonly used "invariant standards for normalization of gene expression", actin, gapdh, and rac-1, are actually as or more variable than 50% of genes. 
